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Voltage-gated sodium channels (VGSC) 163 genes coding for V-set domain containing proteins with a single Ig loop were Formation of soluble splice variants by
are multimeric complexes with a critical role identified. Of these, 44.17% were found to contain only a single V-set domain, retention of introns lacking functional
iIn action potential generation. While most 76.39% of which have a single TM domain, and 47.22% had characterized splicing domains is a recurring mechanism in for
subunits of the VGSC are transmembrane isoforms. 50% of single-TM proteins had predicted soluble splice variants, 94.12% of V-set domain containing proteins with a
(TM) proteins, the (1B subunit is a which were confirmed by TM domain prediction. Of the soluble isoforms, 11.11% single Ig domain. This mechanism is
secreted splice variant of the SCN1B gene. contained motifs within the C-terminal region, and 40.74% were conserved only in highly conserved among mammalils.
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o Of the 14 not only conserved in simians, 10 were conserved only in mammals.

o Other isoforms with homology in various animal species. Of the [31 Subunit_ EL”"J BiOChem_

This project seeks to investigate whether
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